
PulseNet 2.0 Reference Guide

The tables below show the current allele schemes and genotyping tools used within each organism database in PulseNet 2.0. 

Coming soon: C. botulinum, Cronobacter, Yersinia

Overview of Allele Databases and Genotyping Tools

Genotyping Tools

SerotypeFinder (KMA): Predicts serotypes in total or partial sequenced isolates of E. coli

AMRFinderplus: Identifies acquired antibiotic resistance genes

VirulenceFinder: Identifies acquired virulence genes

PlasmidFinder: Identifies plasmids in total or partial sequenced isolates of bacteria

SeqSero2:
Predicts the Salmonella serotype of either the pre-assembled or raw 

read sequence data GitHub - denglab/SeqSero2: SeqSero2

ANI (Average Nucleotide Identity): Uses a calculation for species identification
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